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First look into the genetic diversity of Cashew (Anacardium occidentale L.) In East-Timor
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16 SSRs molecular markers were selected to uncover
Intra-specific diversity

Benefiting from cashew material from other countries,
namely Mozambique and Indonesia that will allow to
provide aregional biogeographical knowledge of cashew
diversity
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Neighbor-Joining tree generated from FreeNA Neighbor-Joining tree generated from FreeNA using
using matrix DC'NA respectively, representing the matrix DC™*,  respectively, representing the
population from East Timor, Indonesia and population from East Timor and Indonesia, at
Mozambique. represent and
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Clustering based on SSR data using STRUCTURE (K =7) for populations of East Timor, Indonesia and
Mozambique.
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Clustering based on SSR data using STRUCTURE (K = 3) for populations of East Timor and Indonesia and
Mozambique
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Our results
provides clues on

This study is the first
assessment of the
genetic diversity in the most genetically
cashew population diverse population,

from East Timor, where I.e. TLK and Baucau
this crop is viewed as populations, which
alternative cash crop to should be
coffee. conserved in situ
for future
characterization of
varieties adapted to
different climatic
conditions.

ldentification of a genetic signature at
East-Timor country, with cashew
agrobiodiversity in situ hotspots.
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