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+ssRNA virus

(Family Flaviviridae)

- Isolation of the virus
from rhesus monkey
serum in Zika Forest,
Uganda
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Outbreaks in
Micronesia

2013/20147

Outbreak in French Polynesia — first
associated with congenital Zika virus
syndrome, Guillain-Barré syndrome
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Evolution and spread of Zika virus

Steps for definition of genetic subgroups:

“African” 1. Identification of genetic 2 — Identification of transmission

genotype clusters routes

Y
“Asian” genotype

759 publicly available sequences
(full-length coding region of 10,269
nucleotides)

Northern America 14-26

3 - Phylogenetic support 4 - Between and within-group genetic distances

?7.5
£ w0
£ \ Pobiih
-
I | 11
o oz T o
G dist

Genetic distance

AR . iy 0

Vel i Ps m
S ; Ly
"'?«' ’:U ‘
$203
g“:.
_".“4'1
:.n

". »

, ol
8¢, ;
— R

W

ZB2.2 o e
oo ERE
ZB972.1/(1)0 E”‘ SO\-Q‘/AE‘/(I) INSTITUTO DE HIGIENE E
99.7/100 o et Grcn a § MEDICINA TROPICAL
E ZB1.2 e 1 %% ~=%5  DESDE 1902
. ‘99.1/100 £
100/100 100/100 ZB1.0 oco0 O om
3

100/100 ZA
003




Zika virus nomenclature proposal
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Mutations of interest

Nucleotides
[C |Prm]| NS1 | Ns2A |Ns2B]| NS3 INS4A[] NS4B | NS5 |

A Mutation S139N - increases neurovirulence in neonatal
| mouse models (Yuan et al., 2017)
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